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B-01

Plastid Lineage Differentiation Pathways & Morphological
Ultrastructure

Cell Biology & Plant Organelles  20

Marks Total

OFFICIAL PROBLEM STATEMENT

Plastids are dynamic, semi-autonomous plant organelles sharing a double membrane and a common circular
genome.

a) Outline the developmental lineage of plastids starting from the undifferentiated proplastid.
b) Detail the biochemical and ultrastructural differences between etioplasts, chloroplasts, and chromoplasts.
c) Classify the three major types of leucoplasts based on their primary storage macromolecules, their specific
seed/tuber tissue locations, and their metabolic roles.

Step 1: Proplastid Origin & Branching Lineages (Part a)

All specialized plastids descend from **proplastids**, small ( ), undifferentiated organelles found in apical meristems of shoots
and roots. Proplastids possess an inner and outer membrane, rudimentary thylakoids, and circular double-stranded plastid DNA
(cpDNA).
The developmental lineage bifurcates depending on light exposure and tissue identity:
1. In dark-grown (etiolated) tissues: Proplastids develop into **etioplasts** containing paracrystalline prolamellar bodies.
2. Upon light exposure: Proplastids or etioplasts photomorphogenically differentiate into photosynthetic **chloroplasts**.
3. In storage or underground non-photosynthetic organs (roots, endosperm, cotyledons): Proplastids differentiate into **leucoplasts**.
4. During floral blooming or fruit ripening: Chloroplasts senesce and differentiate into pigment-accumulating **chromoplasts**.

Step 2: Ultrastructural Comparison: Etioplasts, Chloroplasts, and Chromoplasts (Part b)

**1. Etioplasts (Dark Arrest State):**
- Ultrastructure: Lacks stacked grana. Characterized by a semicrystalline, lipid-protein tubular lattice called the **prolamellar body
(PLB)**.
- Biochemistry: Accumulates protochlorophyllide oxidoreductase (POR) bound to its substrate protochlorophyllide and NADPH. Upon
photon absorption, light-dependent POR rapidly reduces protochlorophyllide to chlorophyll , triggering the assembly of flat
thylakoid membranes.

**2. Chloroplasts (Photosynthetic Factory):**
- Ultrastructure: Extensive internal membrane network organized into flattened disc-like sacs called **thylakoids**, stacked into
columns called **grana** connected by unstacked **stroma lamellae**.
- Biochemistry: Thylakoid membranes host Photosystems II and I, cytochrome , and ATP synthase. The aqueous **stroma**
contains Rubisco, Calvin cycle enzymes, and ribosomes.

**3. Chromoplasts (Pigment Accumulation):**
- Ultrastructure: Thylakoids degenerate and grana disappear. Carotenoid pigments accumulate within plastoglobules (lipid droplets),
crystalline arrays, or fibrillar protein complexes.
- Biochemistry: Synthesizes high concentrations of lipophilic carotenoids (lutein, -carotene, lycopene, zeaxanthin) while degrading
chlorophyll. Imparts yellow, orange, and red coloration to petals and fruits to attract animal pollinators and seed dispersers.

Step 3: Leucoplast Taxonomy & Metabolic Storage (Part c)

Leucoplasts are non-pigmented plastids specialized for macromolecular storage and secondary metabolism:

1. **Amyloplasts (Polysaccharide Storage):**
- *Macromolecule:* Starch (branched amylopectin and unbranched amylose).
- *Location:* Potato tubers, cassava storage roots, and cereal grain cotyledons/endosperm.
- *Specialized Role:* In the root columella/root cap, high-density starch grains act as **statoliths**, settling to the lower membrane
face under gravity to drive auxin redistribution during gravitropism.
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2. **Elaioplasts / Oleoplasts (Lipid Storage):**
- *Macromolecule:* Triacylglycerols, sterol esters, and essential aromatic oils.
- *Location:* Tapetum cells of anthers, seed cotyledons of oil crops (sunflower, canola, castor bean).
- *Specialized Role:* Synthesizes and stores pollen wall lipids and waxes (tryphine / pollenkitt) required for pollen hydration and
adhesion to stigmatic surfaces.

3. **Proteinoplasts / Aleuroplasts (Protein Storage):**
- *Macromolecule:* Crystalline storage proteins (globulins, prolamins).
- *Location:* Aleurone layer surrounding the endosperm in monocot cereal seeds (maize, wheat, barley), legume cotyledons.
- *Specialized Role:* Provides a concentrated nitrogen and amino acid reserve mobilized during seed germination upon activation by
gibberellic acid.

EXAMINER MARKING RUBRIC

Proplastid meristem origin and 4-way developmental branching diagram (Part a) 6 Marks

Comparative biochemistry and ultrastructure of etioplasts (PLB), chloroplasts (grana), and chromoplasts (Part b) 8 Marks

Complete 3-way leucoplast classification (Amyloplast, Elaioplast, Proteinoplast) with tissue and functional details (Part c) 6 Marks

OLYMPIAD INSIGHT

Plastids are developmentally interconvertible. A chloroplast can convert into a chromoplast during ripening, or
an amyloplast can de-differentiate back into a photosynthetic chloroplast upon prolonged light exposure (e.g.
greening of potato tubers).

COPYABLE LATEX SNIPPET

\text{Proplastid} \xrightarrow{\text{dark}} \text{Etioplast (PLB)} \xrightarrow{h\nu} \text{Chloroplast (Grana)}\\
\text{Chloroplast} \xrightarrow{\text{ripening}} \text{Chromoplast (Carotenoids)}\\
\text{Leucoplasts} = \begin{cases} \text{Amyloplasts: Starch storage \& gravitropism statoliths} \\ \text{Elaioplasts: 
Lipids, triacylglycerols \& pollenkitt} \\ \text{Proteinoplasts: Protein crystalline aleurone reserves} \end{cases}



B-02

Plant Cell Turgor Pressure, Osmotic Thermodynamics &
Water Potential

Plant Physiology & Water Relations

20 Marks Total

OFFICIAL PROBLEM STATEMENT

Water movement into and out of plant cells is governed by the chemical potential of water.

a) Write the complete water potential equation for a vacuolated plant cell, defining solute potential ( ),
pressure potential ( ), and gravitational potential ( ).
b) Derive the van 't Hoff equation for solute potential  from thermodynamic principles.
c) Trace the cellular changes when a flaccid plant cell with  and  is placed in
pure water ( ). Calculate equilibrium values of , , and  assuming negligible volume
change.

Step 1: The Water Potential Equation (Part a)

The chemical potential of water represents the free energy per mole of water compared to pure liquid water at standard temperature
and pressure (STP). In plant physiology, chemical potential is divided by partial molal volume  to express water potential in units of
pressure (MegaPascals, ):

Where:
1. **  (Solute or Osmotic Potential):** Represents the effect of dissolved solutes on water free energy. Adding solutes decreases
water activity by binding water molecules into hydration shells, decreasing entropy. Solute potential is always  (for pure water,

).
2. **  (Pressure or Turgor Potential):** Represents hydrostatic pressure exerted against cell contents. In plant cells, the rigid cellulose
cell wall resists protoplast expansion, creating positive hydrostatic pressure (turgor pressure, ). In xylem vessels under
transpiration, negative tension develops ( ).
3. **  (Gravitational Potential):** Accounts for gravity's effect, equal to . At the cellular level ( ),  and
is negligible, simplifying the cellular relation to:

Step 2: Thermodynamic Derivation of Solute Potential via van 't Hoff (Part b)

The chemical potential of water in a dilute solution is:

where  is the activity of water, and  is the mole fraction of water. For a dilute solution containing solute mole fraction
, .

Using the first-order Taylor expansion :

Dividing both sides by the partial molal volume of water :

where:
-  is the dimensionless van 't Hoff dissociation factor (e.g.  for glucose,  for ),
-  is the molar concentration of solute in ,
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-  is the universal gas constant,
-  is absolute temperature in Kelvin.

Step 3: Flaccid Cell Dynamic Equilibrium in Pure Water (Part c)

Initial condition of the flaccid cell:

The cell is submerged in pure water where .
Because , a steep water potential gradient  drives endosmosis through
aquaporins into the vacuole.
As water enters, the protoplast presses outward against the relatively inextensible cellulose-hemicellulose-pectin cell wall. Assuming
negligible volume change (rigid cell wall, ), the internal solute concentration remains constant, so .
Net water movement ceases when internal water potential equilibrates with the external bathing solution:

Using :

The fully turgid cell generates a positive hydrostatic turgor pressure of exactly  ( ), providing mechanical
rigidity to non-woody plant organs.

EXAMINER MARKING RUBRIC

Complete water potential components definition and biological significance (Part a) 6 Marks

Thermodynamic derivation from chemical potential to van 't Hoff formula  (Part b) 7 Marks

Calculation of dynamic water influx, final equilibrium values , , and  (Part c) 7 Marks

OLYMPIAD INSIGHT

Plant cells reach osmotic equilibrium not by diluting internal solute concentrations to match the external bath,
but by building up positive wall pressure  until internal free energy equals external free energy.

COPYABLE LATEX SNIPPET

\Psi_w = \Psi_s + \Psi_p + \Psi_g \approx \Psi_s + \Psi_p\\
\mu_w - \mu_w^0 = RT \ln a_w \approx -RT x_s \implies \Psi_s = -iCRT\\
\text{Equilibrium in pure water: } \Psi_{w,\text{final}} = 0 \implies \Psi_p = -\Psi_s = +0.7\text{ MPa}

R = 8.314 J/(mol ⋅ K)
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B-03

Peroxisomal Reactive Oxygen Catabolism & The
Glyoxylate Shunt

Biochemistry & Organellar Metabolism

20 Marks Total

OFFICIAL PROBLEM STATEMENT

Microbodies are single-membrane enclosed metabolic organelles categorized into peroxisomes and
glyoxysomes.

a) Write the balanced biochemical equations for the generation and enzymatic destruction of hydrogen
peroxide ( ) in peroxisomes, detailing the roles of oxidases and catalase.
b) Detail the five enzymatic reactions of the glyoxylate cycle in specialized plant glyoxysomes.
c) Explain why germinating oilseeds can achieve net synthesis of carbohydrates from fatty acids via the
glyoxylate cycle, whereas animals cannot.

Step 1: Peroxisomal Oxidases & Catalase Catabolism (Part a)

Peroxisomes carry out oxidative reactions that transfer hydrogen atoms from various biological substrates ( ) to molecular oxygen
( ):

Enzymes utilizing this mechanism include urate oxidase, D-amino acid oxidase, and glycolate oxidase (in photorespiration).
Hydrogen peroxide ( ) is a dangerous reactive oxygen species (ROS) capable of generating toxic hydroxyl radicals via Fenton
reactions. Peroxisomes contain high concentrations of **catalase** (forming crystalline protein cores in electron micrographs) which
degrades  via two distinct pathways:
1. **Catalytic (Disproportionation) Mode:** At high  concentrations:

2. **Peroxidatic Mode:** At low  concentrations, catalase uses peroxide to oxidize toxic organic substrates (  such as
phenols, formic acid, formaldehyde, or ethanol):

Step 2: The Five Enzymatic Steps of the Glyoxylate Cycle (Part b)

The glyoxylate cycle is an anabolic bypass of the citric acid cycle occurring in **glyoxysomes** of germinating oilseeds (e.g. castor
beans, sunflowers):
1. **Condensation:** Acetyl-CoA ( , derived from -oxidation of fatty acids) condenses with oxaloacetate ( ) to form citrate ( ):

2. **Isomerization:** Citrate is isomerized to isocitrate ( ):

3. **Cleavage (Unique Bypass Step 1):** Isocitrate lyase cleaves isocitrate into succinate ( ) and glyoxylate ( ):

4. **Condensation (Unique Bypass Step 2):** Malate synthase condenses a second molecule of acetyl-CoA with glyoxylate to form
malate ( ):
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5. **Regeneration:** Malate dehydrogenase oxidizes malate to regenerate oxaloacetate ( ), producing NADH:

Net glyoxylate cycle reaction:

Step 3: Gluconeogenic Partitioning: Plants vs Animals (Part c)

In the standard mitochondrial citric acid cycle, two carbons enter as acetyl-CoA ( ) and two carbons are released as two molecules
of  via isocitrate dehydrogenase and -ketoglutarate dehydrogenase. Thus, the Krebs cycle achieves **zero net carbon gain**.
In the glyoxylate cycle, the two oxidative decarboxylation steps are completely bypassed by **isocitrate lyase** and **malate
synthase**. For every two molecules of acetyl-CoA entering the cycle, one net  dicarboxylic acid (succinate) is exported to the
mitochondrion, converted to malate, and transferred to the cytosol for conversion to phosphoenolpyruvate (PEP) by PEP
carboxykinase, driving **gluconeogenesis** into glucose and sucrose.
Animals lack isocitrate lyase and malate synthase. Consequently, animals cannot convert acetyl-CoA from fatty acid -oxidation into
carbohydrates.

EXAMINER MARKING RUBRIC

Oxidase and dual-mode catalase biochemical equations (catalytic and peroxidatic) (Part a) 6 Marks

Five enzymatic reactions of the glyoxylate cycle detailing isocitrate lyase and malate synthase (Part b) 8 Marks

Thermodynamic and carbon-balance explanation of why plants achieve net gluconeogenesis while animals cannot (Part c) 6 Marks

OLYMPIAD INSIGHT

The glyoxylate cycle bypasses the two -releasing decarboxylation steps of the TCA cycle. By consuming 2
acetyl-CoA molecules per turn, it generates a net  succinate skeleton for sugar synthesis.

COPYABLE LATEX SNIPPET

R\text{H}_2 + \text{O}_2 \xrightarrow{\text{oxidase}} R + \text{H}_2\text{O}_2, \quad 2\text{H}_2\text{O}_2 \xrightarro
w{\text{catalase}} 2\text{H}_2\text{O} + \text{O}_2\\
\text{Isocitrate} \xrightarrow{\text{isocitrate lyase}} \text{Succinate} + \text{Glyoxylate}\\
\text{Glyoxylate} + \text{Acetyl-CoA} \xrightarrow{\text{malate synthase}} \text{Malate}\\

\text{Net: } 2\text{ Acetyl-CoA} \longrightarrow \text{Succinate } (4\text{C}) \xrightarrow{\text{Gluconeogenesis}} \te
xt{Glucose}

4C

Malate + NAD ​

+ malate dehydrogenase Oxaloacetate + NADH + H+

2 Acetyl-CoA + 2H ​O +2 NAD ⟶+ Succinate + 2 CoA-SH + NADH + H+
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B-04

Lysosomal Autophagy, Acid Hydrolases & The V-Type
H+-ATPase Pump

Cell Biology & Intracellular Degradation

20 Marks Total

OFFICIAL PROBLEM STATEMENT

Lysosomes serve as the central cellular digestion and recycling chambers in eukaryotic cells.

a) Describe the physiological mechanism that maintains the acidic luminal environment of lysosomes (
) against the neutral cytosol ( ).

b) Detail the three major degradation pathways terminating in the lysosome: endocytosis, phagocytosis, and
macroautophagy.
c) Explain the biochemical failsafe that protects the host cell from catastrophic self-digestion in the event of
accidental lysosomal membrane rupture.

Step 1: The V-Type Vacuolar -ATPase Mechanism (Part a)

Lysosomes contain over 60 different hydrolytic enzymes (acid hydrolases: proteases, nucleases, glycosidases, lipases, phosphatases)
whose optimal catalytic activity occurs at an acidic .
This luminal  gradient is actively generated and maintained by the **vacuolar-type -ATPase (V-ATPase)** embedded in the
lysosomal limiting membrane.
The V-ATPase is a multi-subunit rotary motor comprised of two functional domains:
1.  domain (peripheral catalytic sector): hydrolyzes ATP to  in the cytosol.
2.  domain (integral membrane proton-translocating channel): uses rotational energy to pump protons ( ) against a steep
electrochemical concentration gradient from the cytosol ( , ) into the lysosomal lumen ( ,

).
To prevent the buildup of an opposing positive electrical membrane potential that would stall the pump, lysosomal chloride channels
(such as ClC-7  antiporters) import counter-anions ( ), dissipating the membrane potential and allowing massive net
luminal proton accumulation.

Step 2: The Three Major Lysosomal Delivery Pathways (Part b)

**1. Endocytosis (Receptor-Mediated):** Extracellular ligands bind clathrin-coated pits, internalizing as early endosomes. Early
endosomes acidify, dissociate ligands from receptors (which recycle to the plasma membrane), mature into late endosomes, and fuse
with lysosomes to form endolysosomes for macromolecule catabolism.

**2. Phagocytosis:** Specialized professional phagocytes (macrophages, neutrophils) engulf large particulate matter, apoptotic cells,
or pathogens into a large phagosome. The phagosome fuses directly with a primary lysosome to form a phagolysosome, exposing
microbes to acid hydrolases and reactive oxygen species.

**3. Macroautophagy (Self-Eating):** Degrades worn-out organelles (e.g. damaged mitochondria via mitophagy) and aggregated
proteins. An isolation membrane (phagophore) nucleated by the ULK1 and Beclin-1 complexes elongates and engulfs cytoplasmic
cargo, closing into a double-membrane **autophagosome**. The autophagosome's outer membrane fuses with a lysosome to form
an autolysosome, degrading the inner membrane and cargo for nutrient recycling.

Step 3: Biochemical Failsafe Against Accidental Autolysis (Part c)

If a single lysosome ruptures due to mechanical stress or crystal formation, the cell does not immediately undergo necrotic self-
digestion due to a dual biochemical failsafe:
1. **Strict Acidic Optimum of Acid Hydrolases:** Lysosomal enzymes are evolutionarily optimized for . If released into
the cytosol ( ), their catalytic activity drops precipitously to near zero because essential catalytic residues (such as aspartates
and histidines in active sites) become deprotonated.
2. **Cytosolic Dilution & Buffering:** The buffering capacity of the cytosol (  bicarbonate and protein buffers) rapidly
neutralizes the localized proton leakage from isolated lysosomes.
Only if massive lysosomal membrane permeabilization (LMP) occurs simultaneously across hundreds of lysosomes will cytosolic
acidification occur, which can activate caspase-independent programmed cell death or necrosis.

EXAMINER MARKING RUBRIC
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V-type -ATPase structure, ATP hydrolysis, and counter-ion  co-transport (Part a) 7 Marks

Detailed breakdown of the 3 pathways: endocytosis, phagocytosis, and macroautophagy (Part b) 8 Marks

Biochemical enzyme inactivation failsafe at cytosolic  (Part c) 5 Marks

OLYMPIAD INSIGHT

Acid hydrolases require low  for catalytic activity. This compartmentalized  requirement acts as an
evolutionarily conserved safety lock preventing cellular autolysis.

COPYABLE LATEX SNIPPET

\text{V-ATPase: } \text{ATP} + \text{H}_2\text{O} + \text{H}^+_{\text{cytosol}} \longrightarrow \text{ADP} + \text{P}_i 
+ \text{H}^+_{\text{lumen}}\\
\Delta \text{pH} = \text{pH}_{\text{cytosol}} - \text{pH}_{\text{lumen}} \approx 7.2 - 4.7 = 2.5 \text{ units (300-fold 
gradient)}\\
\text{Failsafe: } \text{Enzyme activity at pH 7.2} < 5\% \text{ of $V_{\text{max}}$ at pH 4.8}

H+ Cl−

pH ≈ 7.2

pH pH



B-05

Semi-Conservative DNA Replication Fork Molecular
Architecture

Molecular Genetics & DNA Replication  25

Marks Total

OFFICIAL PROBLEM STATEMENT

DNA replication is semi-conservative, bidirectional, and inherently asymmetric due to the antiparallel structure
of the double helix.

a) Outline the Meselson-Stahl experimental proof establishing semi-conservative replication using  and 
isotope equilibrium centrifugation.
b) Detail the coordinated enzymatic machinery at the replication fork in prokaryotes ( ), contrasting
leading strand and lagging strand synthesis.
c) Explain the biochemical mechanism of RNA primer excision and nick sealing by DNA Polymerase I and DNA
Ligase.

Step 1: Meselson-Stahl Proof of Semi-Conservative Replication (Part a)

In 1958, Matthew Meselson and Franklin Stahl grew  in medium containing heavy isotope  until all cellular DNA was
uniformly -labeled. The culture was then switched to light  medium, and DNA was extracted at successive generations and
analyzed by cesium chloride ( ) density gradient equilibrium centrifugation:
1. **Generation 0 (Pure ):** A single heavy density band formed near the bottom of the gradient tube.
2. **Generation 1 (After 1 round of replication in ):** A single hybrid band formed at intermediate density ( - ). This
immediately ruled out the **Conservative Model** (which predicted two distinct bands: one heavy and one light).
3. **Generation 2 (After 2 rounds of replication):** Two bands of equal intensity formed: one intermediate hybrid ( - ) and one
light ( - ). This ruled out the **Dispersive Model** (which predicted a single progressively lighter hybrid band).
Thus, each daughter duplex contains one conserved parental template strand and one newly synthesized strand.

Step 2: The Replisome Machinery at the Replication Fork (Part b)

Because DNA polymerases can only synthesize in the  direction (adding deoxynucleotide monophosphates to a free 
group), the two antiparallel template strands are processed differently:

**1. Unwinding and Template Stabilization:**
- **DnaB Helicase:** Ring-shaped hexamer that encircles the lagging strand template and moves , hydrolyzing ATP to unwind
parental base pairs.
- **DNA Topoisomerase (Gyrase):** Introduces transient double-strand breaks ahead of the fork to relieve positive supercoiling
torsional strain.
- **SSB (Single-Strand Binding Proteins):** Bind with high affinity to exposed single-stranded DNA to prevent premature re-annealing
and hairpin formation.

**2. Leading Strand Synthesis (Continuous):**
- **DnaG Primase** synthesizes a single short RNA primer ( ) at the origin.
- **DNA Polymerase III Holoenzyme** (tethered by the -sliding clamp) synthesizes DNA continuously in the  direction
toward the unwinding fork apex.

**3. Lagging Strand Synthesis (Discontinuous):**
- The template strand (  in the direction of fork movement) must be looped through the trombone replisome complex.
- DnaG Primase repeatedly synthesizes RNA primers every .
- DNA Pol III extends each primer in the  direction away from the fork apex, producing discontinuous **Okazaki fragments**.

Step 3: Primer Excision & Phosphodiester Ligation (Part c)

When DNA Pol III finishes an Okazaki fragment, it reaches the  end of the preceding RNA primer and disengages from its -clamp:
1. **DNA Polymerase I (Nick Translation):** DNA Pol I binds the single-strand nick between the DNA fragment and the RNA primer.
Using its unique **  exonuclease activity**, it sequentially hydrolyzes the RNA primer ribonucleotides ahead, while
simultaneously using its **  polymerase activity** to fill the resulting gap with complementary dNTPs.
2. **DNA Ligase (Phosphodiester Bond Sealing):** DNA Pol I cannot join the final  to the adjacent 
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because it requires a triphosphate substrate. **DNA Ligase** resolves this remaining single-stranded nick through an enzyme-AMP
intermediate:
- *Step 1 (Adenylation):* DNA Ligase reacts with  (in bacteria) or  (in eukaryotes), forming a covalent Ligase-AMP
complex with release of  or .
- *Step 2 (Activation):* AMP is transferred from the active site lysine to the  group of the nick, forming a high-energy

 pyrophosphate bond (DNA-adenylate intermediate).
- *Step 3 (Nucleophilic Attack):* The free  of the adjacent deoxynucleotide attacks the activated , displacing
AMP and forming a standard covalent **phosphodiester bond**.

EXAMINER MARKING RUBRIC

Meselson-Stahl density gradient proof with Generation 0, 1, and 2 band interpretation (Part a) 7 Marks

Replisome components (Helicase, Gyrase, SSB, Primase, -clamp, Pol III) and continuous vs discontinuous synthesis (Part b) 10 Marks

Detailed biochemical mechanism of Pol I  exonuclease and 3-step Ligase-AMP mechanism (Part c) 8 Marks

OLYMPIAD INSIGHT

DNA Polymerase I is the only bacterial polymerase equipped with  exonuclease activity, allowing it to
simultaneously degrade upstream RNA primers while polymerizing downstream DNA via nick translation.

COPYABLE LATEX SNIPPET

\text{Gen 0: } ^{15}\text{N} \to \text{Gen 1: } 100\%\; ^{15}\text{N-}^{14}\text{N (Hybrid)} \to \text{Gen 2: } 50\%\; 
^{15}\text{N-}^{14}\text{N} + 50\%\; ^{14}\text{N-}^{14}\text{N}\\
\text{Pol I Nick Translation: } 5'\to 3' \text{ Exonuclease (RNA Degradation)} + 5'\to 3' \text{ Polymerase (DNA Fill)}
\\
\text{Ligase: } \text{Enzyme} + \text{ATP} \to \text{Enzyme-AMP} \to 5'\text{-P-AMP} \xrightarrow{3'\text{-OH}} 3'\text
{-}5' \text{ Phosphodiester} + \text{AMP}

NAD+ ATP
NMN PP ​i

5 -phosphate′

5 -5′ ′

3 -OH′ 5 -phosphate′

β

5 →′ 3′

5 →′ 3′



B-06

Albinism Pedigree & Autosomal Recessive Conditional
Probability

Classical & Human Mendelian Genetics

20 Marks Total

OFFICIAL PROBLEM STATEMENT

Oculocutaneous albinism type 1 (OCA1) is an autosomal recessive condition caused by loss-of-function
mutations in the tyrosinase gene ( ) on chromosome 11q14. A phenotypically normal mother gives birth to
an albino daughter ( ).

a) What are the possible genotypes and corresponding phenotypes of the child's father? Provide biological
justification.
b) If the father is phenotypically normal, what is the probability that the albino girl's newborn sister will also
have albinism?
c) If the albino girl's newborn sister is confirmed to be phenotypically normal, what is the exact probability that
she is a heterozygous carrier ( )?

Step 1: Genotypic Deduction of the Parents (Part a)

Let  represent the normal dominant allele encoding functional tyrosinase, and  represent the recessive mutant allele encoding
inactive tyrosinase.
The albino daughter expresses the recessive phenotype, so her genotype must be homozygous recessive: .
An individual receives one allele from each parent. Therefore:
- The phenotypically normal mother must carry at least one dominant allele ( ) and must contribute one recessive allele ( ) to the
daughter. Her genotype is strictly heterozygous: .
- The father must also contribute one recessive allele ( ) to the daughter. Therefore, the father must carry at least one  allele.
The father has two possible genotypes:
1. **Heterozygous ( ):** Phenotypically normal carrier of albinism.
2. **Homozygous Recessive ( ):** Phenotypically affected with albinism.
The father cannot be homozygous dominant ( ), because an  individual cannot pass an  allele to offspring.

Step 2: Probability of Recurrence in Newborn Sibling (Part b)

If the father is specified to be phenotypically normal, his genotype is conclusively determined to be heterozygous: .
Both parents are confirmed obligate carriers:

The Punnett square of gametes (  vs ) yields four equally probable offspring genotypes:

The probability that the newborn sister is affected with albinism ( ) is:

Since each fertilization is an independent event, prior births do not alter the Mendelian probability.

Step 3: Conditional Bayesian Probability for Normal Sibling (Part c)

The question provides new phenotypic information: the newborn sister is observed to be **phenotypically normal**.
This observation eliminates the homozygous recessive genotype ( ) from the sample space.
The reduced sample space of phenotypically normal individuals consists of:

TY R

aa

Aa

A a

aa

A a

Aa

a a

Aa

aa

AA AA a

Aa

Mother (Aa) × Father (Aa)

A a

​AA, ​Aa, ​aa
4
1

2
1

4
1

aa

P (Albino) = P (aa) = ​ =
4
1

0.25 (25%)

aa

Ω ​ =normal {AA,Aa}



The unconditioned probabilities are  and .
The sum of probabilities in the restricted sample space is:

Applying Bayes' Theorem for the conditional probability of being a carrier ( ):

A common student error is concluding ; however, among healthy offspring of two carrier parents, two-thirds are carriers and one-
third are homozygous normal.

EXAMINER MARKING RUBRIC

Deduction of maternal genotype  and paternal genotypes (  normal or  albino) (Part a) 6 Marks

Punnett square derivation of sibling albinism risk  (Part b) 6 Marks

Conditional Bayesian probability reduction eliminating  to yield carrier risk  (Part c) 8 Marks

OLYMPIAD INSIGHT

When phenotypic observation confirms an offspring is unaffected, the homozygous recessive class is removed
from the sample space. The carrier probability for a healthy sibling of an affected individual is always , never

.

COPYABLE LATEX SNIPPET

\text{Daughter } aa \implies \text{Mother } Aa \times \text{Father } (Aa \text{ or } aa)\\
\text{If Father normal } (Aa): Aa \times Aa \implies 1 AA : 2 Aa : 1 aa \implies P(\text{Albino}) = \frac{1}{4}\\
P(Aa \mid \text{Normal}) = \frac{P(Aa)}{P(AA) + P(Aa)} = \frac{1/2}{1/4 + 1/2} = \frac{2}{3} \approx 66.7\%

P (AA) = ​4
1 P (Aa) = ​2

1

P (Normal) = P (AA) + P (Aa) = ​ +
4
1

​ =
2
1

​

4
3

Aa

P (Aa ∣ Normal) = ​ =
P (Normal)

P (Aa ∩ Normal)
​ =

P (Normal)
P (Aa)

​ =
3/4
1/2

​ ×
2
1

​ =
3
4

​ ≈
3
2

66.7%

1/2

Aa Aa aa

P (aa) = 1/4 = 25%

aa P (Aa ∣ Normal) = 2/3

2/3
1/2



B-07

Nitrogen Essentiality & Hoagland Hydroponic
Deficiency Series

Plant Mineral Nutrition & Hydroponics  20

Marks Total

OFFICIAL PROBLEM STATEMENT

Nitrogen is a primary macronutrient absorbed by plants primarily as nitrate ( ) or ammonium ( ).

a) Outline the design of a controlled hydroponic experiment using Hoagland solution to prove that nitrogen is
strictly essential for plant growth according to Arnon & Stout's criteria.
b) Describe the visual deficiency symptoms of nitrogen deficiency and explain why chlorosis appears first in
older (senescent) leaves rather than younger leaves.
c) Detail the enzymatic reduction of nitrate to ammonium in plant tissues via nitrate reductase and nitrite
reductase.

Step 1: Controlled Hydroponic Experimental Design (Part a)

To prove that nitrogen meets **Arnon & Stout's Criteria of Essentiality** (the plant cannot complete its life cycle without it; the
deficiency is specific to nitrogen; and it is directly involved in metabolism):
1. **Experimental Setup:** Grow uniform seedlings in aerated liquid culture (hydroponics) in sterile acid-washed containers to prevent
contamination from soil or glass ions.
2. **Control Group:** Supplied with standard complete modified **Hoagland nutrient solution** containing all essential
macronutrients ( , , , ) and micronutrients (Fe-EDTA, B, Mn, Zn, Cu, Mo).
3. **Experimental Group (Minus-N):** Supplied with modified Hoagland solution where nitrogen salts are completely replaced with
non-nitrogen equivalents while maintaining ionic and osmotic balance:  is replaced by , and  is replaced by

.
4. **Reversibility Test:** Upon appearance of growth arrest, add back pure  to the minus-N container. Restoration of normal
growth and reproduction confirms specific essentiality.

Step 2: Phloem Mobility & Polar Symptom Progression (Part b)

**Visual Symptoms:** Severe general chlorosis (yellowing of foliage), stunted shoot growth, thin fibrous stems, and accumulation of
anthocyanin purple pigmentation in petioles and veins.

**Molecular Mechanism of Symptom Localization:**
Nitrogen is a highly **phloem-mobile element** in plants. When roots cannot absorb external nitrogen:
1. Young growing meristematic leaves represent dominant metabolic sinks with high auxin and cytokinin activity.
2. In older, mature leaves (source tissues), cellular senescence is initiated. Proteases and chlorophyllases degrade photosynthetic
proteins, specifically **Rubisco** (ribulose-1,5-bisphosphate carboxylase/oxygenase, which stores up to  of soluble leaf nitrogen).
3. Released amino acids (glutamine, asparagine) are loaded into the phloem and translocated via mass flow to support the developing
apex and young leaves.
4. Consequently, older basal leaves become depleted of chlorophyll and turn yellow first, while young apical leaves remain green. (In
contrast, immobile elements like calcium and iron produce deficiency symptoms first in young apical leaves).

Step 3: Two-Step Enzymatic Reduction of Nitrate to Ammonium (Part c)

Plants absorb inorganic nitrogen predominantly as nitrate ( ), which must be reduced to ammonium ( ) before incorporation
into amino acids:

1. **Nitrate Reductase (Cytosol):** Cytosolic homodimeric enzyme containing FAD, heme, and a molybdenum cofactor (MoCo). It
catalyzes the 2-electron reduction of nitrate to nitrite using NADH:

2. **Nitrite Reductase (Chloroplast / Plastid):** Highly toxic nitrite ( ) is immediately translocated into chloroplasts (in leaves) or
plastids (in roots) to avoid accumulation. Nitrite reductase (containing a specialized siroheme and  cluster) catalyzes the 6-
electron reduction of nitrite to ammonium using reduced ferredoxin ( ):

NO ​3
− NH ​4

+

KNO ​3 Ca(NO ​) ​3 2 MgSO ​4 KH ​PO ​2 4

KNO ​3 KCl Ca(NO ​) ​3 2

CaCl ​2

KNO ​3

50%

NO ​3
− NH ​4

+

NO ​ +3
− NADH + H ​

+ nitrate reductase NO ​ +2
− NAD ++ H ​O2

NO ​2
−

4Fe − 4S
Fd ​red

NO ​ +2
− 6Fd ​ +red 8H ​

+ nitrite reductase NH ​ +4
+ 6Fd ​ +ox 2H ​O2



The resulting ammonium is rapidly assimilated into glutamine by **glutamine synthetase (GS)** to prevent cellular toxicity.

EXAMINER MARKING RUBRIC

Hydroponic Hoagland solution experimental design, minus-N salt substitution, and reversibility test (Part a) 7 Marks

Phloem mobility explanation of Rubisco degradation and mature-to-young chlorosis progression (Part b) 7 Marks

Biochemical pathways of cytosolic nitrate reductase and plastid nitrite reductase with cofactor details (Part c) 6 Marks

OLYMPIAD INSIGHT

Nutrient deficiency patterns depend on phloem mobility. Mobile nutrients (N, P, K, Mg) show symptoms in
older leaves first; immobile nutrients (Ca, Fe, B) show symptoms in young leaves first.

COPYABLE LATEX SNIPPET

\text{Complete Hoagland vs Minus-N: } \text{Replace } \text{KNO}_3 \to \text{KCl}, \; \text{Ca(NO}_3)_2 \to \text{CaCl}
_2\\
\text{Nitrogen is phloem-mobile: } \text{Rubisco breakdown in old leaves} \xrightarrow{\text{phloem}} \text{Young apex}
\\

\text{NO}_3^- + \text{NADH} + \text{H}^+ \xrightarrow{\text{NR}} \text{NO}_2^- + \text{NAD}^+ + \text{H}_2\text{O}\\
\text{NO}_2^- + 6\,Fd_{\text{red}} + 8\text{H}^+ \xrightarrow{\text{NiR}} \text{NH}_4^+ + 6\,Fd_{\text{ox}} + 2\text{H}
_2\text{O}



B-08

Gastric Mucosal Barrier Defense & Pepsinogen
Zymogen Kinetics

Human Physiology & Gastrointestinal Protection

20 Marks Total

OFFICIAL PROBLEM STATEMENT

Gastric juice contains concentrated hydrochloric acid ( ) and potent endopeptidases capable of
hydrolyzing peptide bonds.

a) Why do pepsin and hydrochloric acid not digest the stomach's own muscular wall under physiological
conditions?
b) Describe the biochemical mechanism of pepsinogen auto-activation and why this enzyme is stored and
secreted as an inactive zymogen.
c) What are the physiological actions of NSAIDs (e.g. aspirin) that disrupt this mucosal barrier, and how does
this lead to peptic ulceration?

Step 1: The Multi-Tier Gastric Mucosal Barrier (Part a)

The stomach wall avoids self-digestion through a coordinated **gastric mucosal barrier** consisting of three specialized structural and
physiological lines of defense:

1. **Mucus-Bicarbonate Gel Layer (Pre-Epithelial Barrier):** Surface mucous cells and neck cells secrete an insoluble polymer gel
composed of high-molecular-weight **mucin glycoproteins** ( ). Concurrently, surface cells secrete bicarbonate ions (

) into this unstirred mucus layer. This establishes a steep  gradient across a  mucus barrier:
- Gastric lumen side: 
- Epithelial cell membrane surface:  (neutral)
Pepsin is irreversibly inactivated above , preventing it from digesting the underlying epithelial membrane.

2. **Epithelial Cell Tight Junctions (Epithelial Barrier):** Adjacent surface epithelial cells are linked by apical **tight junctions (zonula
occludens)** rich in claudins (claudin-18) and occludin, creating an impermeable barrier against retrograde  back-diffusion into
the lamina propria.

3. **Mucosal Microcirculation & Prostaglandin Support (Sub-Epithelial Barrier):** Extensive capillary networks rapidly remove back-
diffused  ions and deliver metabolic nutrients, oxygen, and bicarbonate. Rapid cell turnover mediated by stem cells in the gastric
isthmus completely replaces the epithelial lining every 3 to 5 days.

Step 2: Pepsinogen Zymogen Architecture & Acidic Activation (Part b)

Chief (peptic) cells in gastric glands synthesize and store the enzyme as an inactive **zymogen (pepsinogen)** enclosed in
membrane-bound zymogen granules, preventing premature proteolysis of the chief cell's own internal organelles.
**Activation Mechanism:**
1. Pepsinogen has an additional -amino-acid basic **prosegment** at its -terminus. At neutral , positive lysine and
arginine residues in this prosegment form electrostatic salt bridges with negative aspartate residues in the active site, physically
blocking the catalytic pocket.
2. Upon secretion into gastric juice of , carboxylate residues become protonated, disrupting the salt bridges and unfolding
the prosegment.
3. **Autocatalysis:** Below , the active site cleft is fully exposed and cleaves the -terminal 44-residue prosegment:

4. Active pepsin molecules then catalytically activate additional pepsinogen molecules in a rapid positive-feedback autocatalytic
cascade.

Step 3: NSAID Pathogenesis & Peptic Ulceration (Part c)

The synthesis of mucosal protective factors is controlled by **prostaglandins** (primarily  and ), synthesized by
cyclooxygenase-1 (COX-1):
-  stimulates mucin and  secretion by surface epithelial cells.

pH ≈ 1.5–2.0

MUC5AC
HCO ​3

− pH 0.2–0.5 mm
pH ≈ 1.5–2.0

pH ≈ 7.0
pH ≥ 6.5

H+

H+

44 N pH ≈ 7.0

pH < 5.0

pH ≤ 3.0 N

Pepsinogen (42.5 kDa) ​

H+

Pepsin (35 kDa) + 44-residue prosegment peptide

PGE ​2 PGI ​2

PGE ​2 HCO ​3
−



-  inhibits acid secretion by parietal cells via -coupled EP3 receptors.
-  promotes mucosal vasodilation, maintaining microvascular perfusion.

**Non-Steroidal Anti-Inflammatory Drugs (NSAIDs)** like aspirin, ibuprofen, and naproxen reversibly or irreversibly inhibit COX-1. This
blocks prostaglandin synthesis, leading to:
1. Marked reduction in mucus thickness and bicarbonate secretion.
2. Disinhibition of parietal cell acid secretion.
3. Microvascular constriction and mucosal ischemia.
The barrier fails, allowing luminal  and pepsin to back-diffuse into the submucosa, destroying capillaries, causing mast cell
histamine release, and producing erosive **peptic ulcers**.

EXAMINER MARKING RUBRIC

Three-tier mucosal barrier explanation (mucus-bicarbonate gel  gradient, tight junctions, microcirculation) (Part a) 8 Marks

Zymogen prosegment electrostatic blocking and acid autocatalysis mechanism (Part b) 6 Marks

COX-1 inhibition by NSAIDs, loss of  protection, and ulceration pathogenesis (Part c) 6 Marks

OLYMPIAD INSIGHT

The stomach maintains a 100,000-fold  concentration gradient (  lumen vs  cell surface)
across just 0.3 millimeters of mucus gel via active bicarbonate neutralization.

COPYABLE LATEX SNIPPET

\text{Lumen (pH } 1.5\text{)} \xrightarrow{\text{Mucus + HCO}_3^-} \text{Epithelial Surface (pH } 7.0\text{)}\\
\text{Pepsinogen (42.5 kDa)} \xrightarrow{\text{pH } < 3.0} \text{Pepsin (35 kDa)} + \text{44-residue prosegment}\\
\text{NSAIDs} \xrightarrow{\text{inhibit}} \text{COX-1} \implies \downarrow \text{PGE}_2 \implies \downarrow \text{Mucu

s/HCO}_3^- \implies \text{Peptic Ulcer}

PGE ​2 G ​i

PGE ​2

H+

pH

PGE ​2

H+ 10 M−2 10 M−7



B-09

Suprachiasmatic Nucleus, Melatonin Signaling & Jet Lag
Dysrhythmia

Neurobiology & Circadian Endocrinology

20 Marks Total

OFFICIAL PROBLEM STATEMENT

Rapid transmeridian travel produces jet lag dysrhythmia, characterized by diurnal sleepiness, nocturnal
insomnia, and cognitive fog.

a) Detail the neuroanatomical pathway connecting photic input from the retina to the master circadian
pacemaker in the suprachiasmatic nucleus (SCN) and the pineal gland.
b) Describe the molecular transcription-translation feedback loop (TTFL) of , , , and

 that drives cellular 24-hour periodicity.
c) Explain the biochemical synthesis of melatonin in pinealocytes and the physiological mechanism responsible
for travel-induced jet lag insomnia.

Step 1: The Retinohypothalamic-Pineal Circuit (Part a)

Photic synchronization of the central circadian clock operates through a specialized non-image-forming neural pathway:
1. **Intrinsically Photosensitive Retinal Ganglion Cells (ipRGCs):** Contain the photopigment **melanopsin** (peak sensitivity at blue
light, ), depolarizing directly in response to environmental luminance.
2. **Retinohypothalamic Tract (RHT):** Axons of ipRGCs project monosynaptically via the optic nerve to the **suprachiasmatic nucleus
(SCN)** of the anterior hypothalamus, releasing glutamate and PACAP.
3. **Inhibitory Relay to Pineal Gland:** SCN output projects via the paraventricular nucleus (PVN) of the hypothalamus to the
intermediolateral cell column (IML) of the upper thoracic spinal cord.
4. From the IML, preganglionic sympathetic fibers synapse in the **superior cervical ganglion (SCG)**, whose postganglionic
noradrenergic fibers innervate the **pineal gland**.
In daylight, SCN firing activates inhibitory GABAergic interneurons in the PVN, suppressing sympathetic tone to the pineal gland. At
darkness, SCN firing declines, releasing sympathetic outflow; norepinephrine binds -adrenergic receptors on pinealocytes,
triggering melatonin synthesis.

Step 2: The Core Molecular Circadian Clockwork (TTFL) (Part b)

Autonomous circadian oscillation within SCN neurons is driven by a cell-autonomous **transcription-translation feedback loop
(TTFL)** with an intrinsic period of :

1. **Positive Limb:** During the subjective morning, transcription factors **CLOCK** and **BMAL1** heterodimerize in the nucleus and
bind canonical **E-box elements** ( ) in the promoters of target genes, including *Period* (*PER1*, *PER2*, *PER3*)
and *Cryptochrome* (*CRY1*, *CRY2*).
2. **Negative Limb:** In the cytoplasm, PER and CRY proteins accumulate throughout the afternoon and form heterodimeric
complexes. They are phosphorylated by Casein Kinase 1 (CK1 ), regulating their stability.
3. **Translocation and Repression:** By subjective evening, stable PER:CRY complexes translocate back into the nucleus, directly
binding the CLOCK:BMAL1 complex and repressing their own transcription.
4. **Resetting:** Overnight, nuclear PER and CRY proteins are polyubiquitinated by E3 ligase complexes and degraded by the 
proteasome. By morning, repression is lifted, and CLOCK:BMAL1 initiates a new transcriptional cycle.

Step 3: Melatonin Biosynthesis & Jet Lag Pathophysiology (Part c)

**Melatonin Synthesis in Pinealocytes:**
Tryptophan is converted to serotonin via tryptophan hydroxylase and aromatic L-amino acid decarboxylase. Serotonin is then
converted to melatonin via two sequential enzymes:
1. **Serotonin -acetyltransferase (AANAT):** The rate-limiting enzyme, phosphorylated and stabilized by PKA in response to
nocturnal noradrenaline stimulation:

CLOCK BMAL1 PER

CRY

λ ≈ 480 nm

β ​1

≈ 24.2 hours

5 -CACGTG-3′ ′

ϵ/δ

26S

N

Serotonin + Acetyl-CoA ​

AANAT
N -Acetylserotonin + CoA-SH



2. **Hydroxyindole -methyltransferase (ASMT):**

**Jet Lag Insomnia Mechanism:**
When crossing multiple time zones rapidly, the internal molecular clock in the SCN remains anchored to the departure time zone
because the TTFL loop takes roughly 1 day per time zone crossed to adjust. Upon arriving in a new destination experiencing local
nighttime, the traveler's SCN is still operating in daytime mode, continuing to suppress AANAT activity and preventing nocturnal
melatonin secretion. Without melatonin acting on  (sleep promotion) and  (clock phase resetting) G-protein coupled
receptors in the SCN, the core body temperature fails to drop, producing severe sleep-onset insomnia.

EXAMINER MARKING RUBRIC

Retinohypothalamic tract, ipRGC melanopsin, SCN, PVN, SCG, and pineal sympathetic pathway (Part a) 7 Marks

Positive (CLOCK/BMAL1) and negative (PER/CRY) molecular transcription-translation feedback loop (Part b) 7 Marks

AANAT rate-limiting melatonin biosynthesis and phase desynchrony mechanism in jet lag (Part c) 6 Marks

OLYMPIAD INSIGHT

Photic entrainment is mediated by non-visual melanopsin ipRGCs directly targeting the SCN. Because central
molecular transcription loops have significant biochemical inertia, circadian resetting lags behind instant
transmeridian flight.

COPYABLE LATEX SNIPPET

\text{ipRGCs (Melanopsin } 480\,\text{nm)} \xrightarrow{\text{RHT}} \text{SCN} \xrightarrow{\text{PVN \& SCG}} \text{Pi
neal Gland}\\
\text{Positive: } \text{CLOCK:BMAL1} \xrightarrow{\text{E-box}} \text{PER + CRY} \implies \text{Negative: } \text{PER:C
RY translocate} \dashv \text{CLOCK:BMAL1}\\

\text{Tryptophan} \to \text{Serotonin} \xrightarrow{\text{AANAT (rate-limiting)}} N\text{-Acetylserotonin} \xrightarrow
{\text{ASMT}} \text{Melatonin}

O

N -Acetylserotonin + S-adenosylmethionine (SAM) ​

ASMT Melatonin + SAH

MT ​1 MT ​2



B-10

First-Pass Hepatic Clearance, Cytochrome P450 & Oral
Bioavailability

Pharmacokinetics & Xenobiotic Metabolism

20 Marks Total

OFFICIAL PROBLEM STATEMENT

An oral therapeutic agent for leukemia is completely absorbed from the small intestine, yet patient peripheral
blood tests reveal no detectable intact parent drug, only pharmacologically inactive metabolites.

a) Formulate the physiological basis of the **first-pass hepatic effect**, tracking the anatomical pathway of
orally administered drugs from intestinal lumen to systemic circulation.
b) Derive the mathematical equation for systemic oral bioavailability  in terms of fraction absorbed ( ),
intestinal gut wall extraction ratio ( ), and hepatic extraction ratio ( ).
c) Detail the Phase I (Cytochrome P450 monooxygenase) and Phase II conjugation reactions responsible for
xenobiotic drug biotransformation.

Step 1: The Anatomical Route & First-Pass Metabolism (Part a)

When a drug is ingested orally, it traverses the following anatomical sequence:
1. Dissolves in the gastrointestinal fluids and is absorbed across the apical brush border microvilli of intestinal enterocytes.
2. Enters the mesenteric venous capillaries, which drain into the **superior and inferior mesenteric veins**.
3. These veins converge into the **hepatic portal vein**, carrying  of the absorbed gastrointestinal blood directly into the liver
sinusoidal capillary network before reaching systemic circulation.
4. In the liver sinusoids, hepatocytes express high concentrations of metabolic enzymes. If a drug is an avid substrate for hepatic
enzymes, it is extensively biotransformed into metabolites during this initial transit.
5. The remaining fraction exits via the hepatic veins into the inferior vena cava and right atrium of the heart, entering systemic
distribution.
This pre-systemic metabolic degradation by enterocytes and hepatocytes prior to reaching the heart is the **first-pass hepatic
effect**.

Step 2: Mathematical Derivation of Oral Bioavailability  (Part b)

Systemic bioavailability ( ) is the fraction of an administered dose that reaches the systemic circulation intact.
Oral bioavailability is the product of three sequential fractional escapes:

Where:
1. **  (Fraction Absorbed):** The fraction of the oral dose that crosses the apical intestinal epithelium into enterocytes. For our drug,
absorption is complete: .
2. **  (Gut Wall Extraction Ratio):** The fraction metabolized by enterocyte enzymes (principally CYP3A4 and UDP-
glucuronosyltransferases):

3. **  (Hepatic Extraction Ratio):** The fraction of drug cleared by hepatocytes during a single pass through the liver:

where  is hepatic clearance and  is hepatic blood flow ( ).
If a drug undergoes complete first-pass clearance, its hepatic extraction ratio is , which yields:

This explains why zero intact drug is detected in peripheral blood despite  intestinal absorption.
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E ​G E ​H
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f ​ =a 1.0
E ​G
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CL ​hepatic
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F = 1.0 × (1 − 0) × (1 − 1.0) = 0
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Step 3: Phase I and Phase II Biotransformation Mechanisms (Part c)

Hepatic biotransformation converts lipophilic xenobiotics into water-soluble metabolites for biliary or renal excretion:

**1. Phase I Functionalization Reactions (CYP450 Superfamily):**
Catalyzed by membrane-bound hemeproteins located in the smooth endoplasmic reticulum (microsomes), primarily the
**Cytochrome P450 monooxygenase system** (CYP3A4, CYP2D6, CYP2C9). The reaction introduces or unmasks a polar functional
group ( ):

Where CPR is NADPH-cytochrome P450 reductase, which transfers electrons from NADPH to the catalytic heme iron.

**2. Phase II Conjugation Reactions:**
Covalently links an endogenous hydrophilic co-substrate to the functional group generated in Phase I:
- **Glucuronidation (UGTs):** Translocates glucuronic acid from UDP-glucuronic acid (UDPGA).
- **Sulfation (SULTs):** Transfers sulfate from  (PAPS).
- **Glutathione Conjugation (GSTs):** Conjugates nucleophilic glutathione (GSH) to neutralize reactive electrophiles.
The resulting bulky, ionized, hydrophilic conjugate is rapidly eliminated in urine or bile via multidrug resistance-associated protein
(MRP) efflux transporters.

EXAMINER MARKING RUBRIC

Anatomical mesenteric-to-portal-vein first-pass clearance pathway (Part a) 6 Marks

Mathematical bioavailability equation  with extraction ratio derivations (Part b) 7 Marks

Phase I CYP450 monooxygenase catalytic stoichiometry and Phase II conjugation reactions (Part c) 7 Marks

OLYMPIAD INSIGHT

Complete gastrointestinal absorption does not equal bioavailability. High-clearance drugs with  are
completely catabolized during initial portal passage through the liver before reaching systemic circulation.

COPYABLE LATEX SNIPPET

\text{GI Lumen} \xrightarrow{f_a} \text{Enterocytes} \xrightarrow{1-E_G} \text{Portal Vein} \xrightarrow{1-E_H} \text{V
ena Cava (Systemic)}\\
F = f_a \times (1 - E_G) \times (1 - E_H), \quad E_H = \frac{CL_{\text{hepatic}}}{Q_H}\\

\text{Phase I: } \text{Drug-H} + \text{O}_2 + \text{NADPH} + \text{H}^+ \xrightarrow{\text{CYP}} \text{Drug-OH} + \text
{NADP}^+ + \text{H}_2\text{O}

−OH, −NH ​, −SH2

Drug-H + O ​ +2 NADPH + H ​

+ CYP450 / CPR
Drug-OH + NADP ++ H ​O2

3 -phosphoadenosine-5 -phosphosulfate′ ′

F = f ​(1 −a E ​)(1 −G E )H

E ​ →H 1
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